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Gudnason V, Guelfi S, Haberg AK, Hansell NK, Hardy ], Hartman CA, Hashimoto R, Hegenscheid K, Heinz A,
Le Hellard S, Hernandez DG, Heslenfeld DJ, Ho BC, Hoekstra PJ, Hoffmann W, Hofman A, Holsboer F,
Homuth G, Hosten N, Hottenga JJ, Huentelman M, Hulshoff Pol HE, Tkeda M, Jack CR, Jr., Jenkinson M,
Johnson R, Jonsson EG, Jukema JW, Kahn RS, Kanai R, Kloszewska I, Knopman DS, Kochunov P, Kwok JB,
Lawrie SM, Lemaitre H, Liu X, Longo DL, Lopez OL, Lovestone S, Martinez O, Martinot JL, Mattay VS,
Mecdonald C, Mcintosh AM, Mcmahon FJ, Mcmahon KL, Mecocci P, Melle I, Meyer-Lindenberg A, Mohnke S,
Montgomery GW, Morris DW, Mosley TH, Muhleisen TW, Muller-Myhsok B, Nalls MA, Nauck M, Nichols TE,
Niessen W], Nothen MM, Nyberg L, Ohi K, Olvera RL, Ophoff RA, Pandolfo M, Paus T, Pausova Z, Penninx B,
Pike GB, Potkin SG, Psaty BM, Reppermund S, Rietschel M, Roffman L, Romanczuk-Seiferth N, Rotter JI,
Ryten M, Sacco RL, Sachdev PS, Saykin AJ, Schmidt R, Schmidt H, Schofield PR, Sigursson S, Simmons A,
Singleton A, Sisodiya SM, Smith C, Smoller JW, Soininen H, Steen VM, Stott DJ, Sussmann JE, Thalamuthu A,
Toga AW, Traynor B]J, Troncoso J, Tsolaki M, Tzourio C, Uitterlinden AG, Hernandez MCV, Van Der Brug M,
Van Der Lugt A, Van Der Wee NJA, Van Haren NEM, Van 'T Ent D, Van Tol MJ, Vardarajan BN, Vellas B,
Veltman DJ, Volzke H, Walter H, Wardlaw JM, Wassink TH, Weale ME, Weinberger DR, Weiner MW, Wen W,
Westman E, White T, Wong TY, Wright CB, Zielke RH, Zonderman AB, Martin NG, Van Duijn CM, Wright
M]J, Longstreth WT, Schumann G, Grabe HJ, Franke B, Launer L], Medland SE, Seshadri S, Thompson PM,
Tkram MA. Nat Commun. 2017;8:13624. PMC5253632.

143.Discovery and functional prioritization of Parkinson's disease candidate genes from large-scale whole exome
sequencing. Jansen IE, Ye H, Heetveld S, Lechler MC, Michels H, Seinstra RI, Lubbe SJ, Drouet V, Lesage S,
Majounie E, Gibbs JR, Nalls MA, Ryten M, Botia JA, Vandrovcova ], Simon-Sanchez J, Castillo-Lizardo M, Rizzu
P, Blauwendraat C, Chouhan AK, Li Y, Yogi P, Amin N, Van Duijn CM, International Parkinson’s Disease
Genetics Consortium*, Morris HR, Brice A, Singleton AB, David DC, Nollen EA, Jain S, Shulman JM, Heutink
P. Genome Biol. 2017;18:22. PM(C5282828.

144.Tdp-43 cryptic exons are highly variable between cell types. Jeong YH, Ling JP, Lin SZ, Donde AN, Braunstein
KE, Majounie E, Traynor BJ, Laclair KD, Lloyd TE, Wong PC. Mol Neurodegener. 2017;12:13. PMC5289002.
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145.Age-related penetrance of the C9orf72 repeat expansion. Murphy NA, Arthur KC, Tienari PJ, Houlden H, Chio
A, Traynor BJ. Sci Rep. 2017;7:2116. PMC5437033.

146.Excessive burden of lysosomal storage disorder gene variants in Parkinson's disease. Robak LA, Jansen IE, Van
Roojj |, Uitterlinden AG, Kraaij R, Jankovic J, International Parkinson’s Disease Genomics Consortium*,
Heutink P, Shulman JM. Brain. 2017;140:3191-203. NIHMSID940313.

147.C9ORF72 hexanucleotide repeat exerts toxicity in a stable, inducible motor neuronal cell model, which is rescued
by partial depletion of Pten. Stopford MJ, Higginbottom A, Hautbergue GM, Cooper-Knock J, Mulcahy PJ, De
Vos KJ, Renton AE, Pliner H, Calvo A, Chio A, Traynor BJ, Azzouz M, Heath PR, Kirby J, Shaw PJ. Hum Mol
Genet. 2017;26:1133-45. PMC5409131.

148.Common polymorphisms of chemokine (C-X3-C motif) receptor 1 gene modify amyotrophic lateral sclerosis
outcome: A population-based study. Calvo A, Moglia C, Canosa A, Cammarosano S, Ilardi A, Bertuzzo D,
Traynor BJ, Brunetti M, Barberis M, Mora G, Casale F, Chio A. Muscle Nerve. 2018;57:212-6.

149.Alzheimer risk loci and associated neuropathology in a population-based study (Vantaa 85+). Makela M, Kaivola
K, Valoti M, Pacetau A, Polvikoski T, Singleton AB, Traynor BJ, Stone DJ, Peuralinna T, Tienari PJ, Tanskanen
M, Myllykangas L. Neurol Genet. 2018;4:¢211. PMC5773846.

150.Melatonin receptor type 1A gene linked to Alzheimer's disease in old age. Sulkava S, Muggalla P, Sulkava R, Ollila
HM, Peuralinna T, Myllykangas L, Kaivola K, Stone D], Traynor BJ, Renton AE, Rivera AM, Helisalmi S,
Soininen H, Polvikoski T, Hiltunen M, Tienari PJ, Huttunen HJ, Paunio T. Sleep. 2018 Jul 1;41(7). PMC6047434

151.C90rf72 hexanucleotide repeat length in older population: normal variation and effects on cognition. Kaivola K,
Kivihatju A, Jansson L, Rantalainen V, Eriksson ]G, Strandberg TE, Laaksovirta H, Renton AE, Traynor B],
Myllykangas L, Tienari PJ. Neurobiol Aging. 2019 Mar 11. pii: S0197-4580(19)30076-4.

152.Shared polygenic risk and causal inferences in amyotrophic lateral sclerosis. Bandres-Ciga S, Noyce AJ, Hemani G,
Nicolas A, Calvo A, Mora G; ITALSGEN Consortium; International ALS Genomics Consortium, Tienari PJ,
Stone DJ, Nalls MA, Singleton AB, Chié A, Traynor BJ. Ann Neurol. 2019 Feb 5. [Epub ahead of print]

153.0ligogenic basis of sporadic ALS: The example of SOD1 p.Ala90Val mutation. Neurol Genet. Kuuluvainen L,
Kaivola K, Ménkire S, Laaksovirta H, Jokela M, Udd B, Valoti M, Pasanen P, Pactau A, Traynor B], Stone D],
Schleutker J, Péyhénen M, Tienari PJ, Myllykangas L. 2019 Apr 23;5(3):e335.

154.Recurrent homozygous damaging mutation in TMX2 encoding a protein disulfide isomerase, in four families with
microlissencephaly Ghosh SG, Wang L, Breuss MW, Green JD, Stanley V, Yang X, Ross D, Traynor BJ,
Alhashem AM, Azam M, Selim L, Bastaki L, Elbastawisy HI, Temtamy S, Zaki M, Gleeson ]JG.. ] Med Genet.
2019 Oct 5.

155.Dominant mutations of the Notch ligand Jagged1 cause peripheral neuropathy. Sullivan JM, Motley WW, Johnson
JO, Aisenberg WH, Marshall KL, Barwick KE, Kong L, Huh JS, Saavedra-Rivera PC, McEntagart MM, Marion
MH, Hicklin LA, Modarres H, Baple EL, Farah MH, Zuberi AR, Lutz CM, Gaudet R, Traynor BJ, Crosby AH,
Sumner CJ. J Clin Invest. 2020 Mar 2;130(3):1506-1512. PMC7269582.

156.Epidemiological evidence for a hereditary contribution to myasthenia gravis: a retrospective cohort study of
patients from North America. Green JD, Barohn R]J, Bartoccion E, Benatar M, Blackmore D, Chaudhry V,
Chopra M, Corse A, Dimachkie MM, Evoli A, Florence J, Freimer M, Howard JF, Jiwa T, Kaminski HJ, Kissel
JT, Koopman WJ, Lipscomb B, Maestri M, Marino M, Massey JM, McVey A, Mezeit MM, Muppidi S, Nicolle
MW, Oger J, Pascuzzi RM, Pasnoor M, Pestronk A, Provenzano C, Ricciardi R, Richman DP, Rowin J, Sanders
DB, Siddigi Z, Soloway A, Wolfe GI, Wulf C, Drachman DB, Traynor BJ. BM] Open. 2020 Sep
18;10(9):e037909. PMC7511637.

157.1dentification of a pathogenic intronic KIF5A mutation in an ALS-FTD kindred. Saez-Atienzar S, Dalgard CL,
Ding J, Chio A, Alba C, Hupalo DN, Wilkerson MD, Bowser R, Pioro EP, Bedlack R, Traynor BJ. Neurology.
2020 Dec; 95(22):1015-1018.

158.Mutational analysis of known ALS genes in an Italian population-based cohort. Grassano M, Calvo A, Moglia C,
Brunetti M, Barberis M, Sbaiz L, Canosa A, Manera U, Vasta R, Corrado L, D'Alfonso S, Mazzini L, Scholz SW,
Dalgard C, Ding J, Gibbs R], Chia R, Traynor BJ, Chio A; American Genomic Center. Neurology. 2021 Jan;
96(4):¢600-¢609.

*member of the consortium

Review Articles

1. Hardiman O, Traynor B], Cotr B, Frost E. Models of care for motor neuron disease: setting standards.
Amyotroph Lateral Scler Other Motor Neuron Disord. 2002;3:182-5.
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14. Traynor BJ and Gottesman RF. The value of studying rare genetic variants and other emerging themes in
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Book Chapters

1. Hardy J, Momeni P, Myers A, and Traynor BJ (20006). The Genetics of Frontotemporal Dementia, in Dementia
and Motor Neuron Disease, Strong MJ, Editor. 2006, Boca Raton: CRC Press: 201-207

2. Traynor B]J, and Singleton A (2008). The HapMap Project. Encyclopedia of Life Sciences (www.els.net); and in
Handbook of Human Molecular Evolution. New York: Wiley, John & Sons, Inc.

3. Huey ED, Hardy ], Scholz SW, Traynor BJ, Small SA. Neutrobiology of Dementia and Other Neurodegenerative
Disotders, in Tasman's Psychiatry, fifth edition, Tasman A, Riba MB, Alarcon RD, Alfonso CA, Kanba S, Ndetei
DM, Ng CH, Schulze TG, Lecic-Tosevski D, Editors. 2023, Cham: Springer Nature Switzerland.

Letters, Correspondence

1. Traynor BJ, Hardiman O. Status epilepticus. N Engl | Med. 1998;339:410.

2. Logroscino G, Beghi E, Hardiman O, Chio A, Mitchell JD, Swingler R], Traynor B. Effect of referral bias on
assessing survival in ALS. Neurology. 2007;69:939.

Proceedings Reports
1. 148th ENMC international workshop on the scientific contributions of the EURALS consortium on amyotrophic
lateral sclerosis. Beghi E, Pupillo E, Zoccolella S. Neuromuscul Disord. 2009;19:379-81. NIHMSID 940286.

Media Releases or Interviews
1. Ruth Williams. Bryan Traynor: serious science from a funny fellow. Lancet Neurology. 2019; 18:720
(https://doi.org/10.1016/S1474-4422(18)30286-2)

Case Reports None
Books, Textbooks None
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FUNDING

Summary: $14.3M in Extramural and Intramural Principal Investigator funding since 2005

EXTRAMURAL FUNDING

Current

2019 —2022 Establishing a Central Repository for Whole Genome Sequencing of ALS Patients
Funded by the ALS Association
$3,327,053

Principal investigator: John Landers, Ph.D.
Role: Co-investigator

Previous

2002 — 2004 Role of start codon mutations in the pathogenesis of ALS
Funded by the Clinical Investigator Training program.
$114,000
Role: Co-investigator

2004 — 2005 Role of start codon mutations in the pathogenesis of ALS
Funded by the Muscular Dystrophy Association.
$90,000
Role: Co-investigator

2004 — 2005 Genetic epidemiology of ALS in Ireland
Funded by the ALS Association.
$160,000
Role: Co-investigator

2006 — 2007 Genome wide association study of sporadic ALS
Funded by the ALS Association
$450,000
Role: Principal Investigator

2006 — 2007 Genome wide association study of sporadic ALS
Funded by the Robert Packard Center for ALS Research
$200,000
Role: Principal Investigator

2007 — 2008 Follow-up genetic association study of sporadic ALS using the Illumina iSelect custom SNP
chip
Funded by the ALS Association.
$136,375
Role: Principal Investigator

2007 — 2008 Follow-up genetic association study of sporadic ALS using the Illumina iSelect custom SNP
chip
Funded by the Robert Packard Center for ALS Research.
$142,481
Role: Principal Investigator

2007 — 2009 A population-based survey of cognitive decline in ALS
Funded by the ALS Association. $184,000
Role: Co-principal investigator

2008 — 2011 An International Case-Control Study on Genetic and Environmental Risk Factors
Funded by the ALS Association
$240,000
Role: Co-investigator (EURALS)

2008 — 2009 A genome wide association study of ALS in the Finnish population
Funded by Microsoft Research
$250,000
Role: Principal Investigator
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2008 — 2009
2008 — 2009
2008 — 2009
2009 — 2011
2010 - 2011
2011 -2012
2009 — 2011
2011 -2012
2012 -2013
2013 - 2014
2014

2015

2015

2016 — 2020
2019 — 2020

Bryan J. Traynor, MD, PhD

A genome wide association study of ALS in the Finnish population
Funded by the ALS Association

$85,000

Role: Principal Investigator

A map of the epigenome in human spinal cord

Funded by the Robert Packard Center for ALS Research
$160,000

Role: Principal Investigator

Whole genome association study: ilSirente cohort of persons aged 80 years and older
Funded by Microsoft Research

$216,000

Role: Principal Investigator

Whole genome association study of myasthenia gravis
Funded by The Myasthenia Gravis Foundation

$362,000

Role: Principal Investigator

ALS gene discovery using exome sequencing

Funded by the Robert Packard Center for ALS Research
$50,000

Role: Principal Investigator

Identification of familial ALS genes by exome sequencing
Funded by the ALS Association

$100,000

Role: Principal Investigator

Whole genome association study of myasthenia gravis
Funded by The Myasthenia Gravis Foundation

$243,000

Role: Principal Investigator

Genetic studies of ALS

Funded by the Italian Football Federation (FIGC), €300,000
Role: Principal Investigator

Large scale genome-wide association study of amyotrophic lateral sclerosis
Funded by the Center for Disease Control and Prevention
$500,000

Role: Principal Investigator

Exome sequencing of 1000 sporadic ALS patients

Funded by the Muscular Dystrophy Association

$400,000

Role: Principal Investigator

Whole genome sequencing of Finnish ALS cases and controls
Funded by Merck Inc.

$1,300,000

Role: Principal Investigator

Cloud-based analysis of exome sequencing data

Funded by Microsoft Research

$20,000

Role: Principal Investigator

Replication of genome-wide association hits

Funded by Merck Inc.

$750,000

Role: Principal Investigator

Genome-wide association study of myasthenia gravis
Funded by The Myasthenia Gravis Foundation

$110,000

Role: Principal Investigator

Replication of genome-wide association hits

Funded by Merck Inc.
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$250,000
Role: Principal Investigator

INTRAMURAL FUNDING

Previous

2002 — 2004 Role of start codon mutations in the pathogenesis of ALS
Funded by the Clinical Investigator Training program.
$114,000
Role: Co-investigator

2006 — 2007 Genome wide association study of sporadic ALS
Funded by NINDS intramural funds
$343,920

Role: Principal Investigator
Role: Principal Investigator

2017 — 2020 Genome sequencing of Lewy body dementia and frontotemporal dementia
Funded by US Congtessional funds/National Institute on Aging
$8,021,290
Role: Principal Investigator

CLINICAL ACTIVITIES

Clinical Focus

I am extensively involved in the management of amyotrophic lateral sclerosis and frontotemporal dementia. .......

I am the PI of the Genetic Characterization of Movement Disorders and Dementias (03-AG-N329) protocol and the
lead investigator of the Natural history and biomarkers of COORF72 amyotrophic lateral sclerosis and frontotemporal
dementia (13-N-0188) protocol.

Certification

Medical, other state/government licensure

2005 — present Medical license, Maryland Board of Physicians (#D0063874); renewed 2019
Clinical (Service) Responsibilities

2005 — present Neurologist, NIH Clinical Center, Bethesda, MD, 10%

2009 — present Neurologist, La Clinica del Pueblo, Washington DC, official duty, 5%

EDUCATIONAL ACTIVITIES

Educational Focus
My educational focus is on amyotrophic lateral sclerosis and frontotemporal dementia and the genetic causes and
clinical aspects of these fatal neurodegenerative diseases.

Teaching

Classroom instruction

JHMI/Regional

2002 — 2003 Laboratory instructor, Human Nervous System and Behavior Course, Harvard Medical
School, Boston, MA, USA.

2003 Invited lecturer, Neuroepidemiology Course, Harvard School of Public Health, Boston, MA,
USA.

2007 Invited lecturer, Neuroscience Graduate Program Lecture Series, National Naval Medical
Center, Bethesda, MD.

2008 — 2014 Invited lecturer, Hopkins Aging, Cognition and Neurodegenerative Disorders Training

Grant Graduate Course, Baltimore, MD.
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2012 — present
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Invited lecturer, Hopkins Diseases and Disorders of the Nervous System Graduate Course,
Baltimore, MD.
Invited lecturer, Hopkins Course on Circuits and Brain Disorders, Baltimore, MD.

Invited lecturer, Genetics Training Annual Retreat, University of Michigan, MI.

Lecturer, Molecular Neurology and Therapeutics course, Wellcome Trust Scientific
Conference, Cambridge UK.

Co-chair and organizer, “Genomics of Personalized Medicine” plenary session, 145% annual
meeting of the American Neurological Association

Pre-doctoral Advisees / Mentees

2020
National
2013
International
2012 —-2014
2020
Mentoring
2005 — 2009
2007

2008 — 2009

2016 — present

2012 -2014
20152016
2014 - 2016
2016 — 2018

Jennifer Schymick, M.D., Ph.D.; Graduate Student, Laboratory of Neurogenetics, NIA;
Current location: Fellow, Genetics, Stanford University, CA, USA

Stephen Berger; Summer Post-Bac IRT'A, Laboratory of Neurogenetics, NIA;

Current location: Graduate student, Johns Hopkins University, Baltimore, MD, USA
Terhi Peuralinna, PhD; Visiting Scientist, Laboratory of Neurogenetics, NIA

Current location: Fellow, University of Helsinki, Finland

Yevgeniya Abramzon, B.S.; Graduate student at UCL, Laboratory of Neurogenetics, NIA
Hannah Pliner, M.A.; Post-Bac IRTA, Laboratory of Neurogenetics, NIA;

Current location: Graduate student, University of Washington, Seattle, WA.

Karissa Arthur, M.D., Medical Research Scholars Program, Laboratory of Neurogenetics,
NIA

Current location: Neurology Resident, Johns Hopkins Hospital, Baltimore, MD

Alberto Rivera, B.S.; Post-Bac IRTA, Laboratory of Neurogenetics, NIA

Current location: Graduate student, University of Washington, Seattle, WA

Natalie Murphy, B.S.; Post-Bac IRT'A, Laboratory of Neurogenetics, NIA

Current location: graduate student, Johns Hopkins University, Baltimore, MD

Post-doctoral Advisees / Mentees

2011 - 2015
2012 -2013
20152016

Thesis committees

2017

Alan Renton, Ph.D.; Post-Doctoral fellow, Laboratory of Neurogenetics, NIA

Current location: Instructor, Mount Sinai Medical Center, New York, NY

Giuseppe Marangi, M.D.; Research Fellow, Laboratory of Neurogenetics, NIA

Current location: Faculty position, Catholic University, Rome, Italy

Karissa Arthur, M.D., Medical Research Scholars Program, Laboratory of Neurogenetics,
NIA

Current location: Neurology Resident, Johns Hopkins Hospital, Baltimore, MD

Lanier Heyburn, Ph.D., “TDP-43 pathology: Elucidation of mechanisms and treatment with
tyrosine kinase inhibition”, committee member, Georgetown University, DC, USA

2020 Maurizio Grassano, Ph.D., “Implementation of an integrate framework to interpret genetic
variants in Amyotrophic Lateral Sclerosis”, committee member, University of Turin, Italy.
RESEARCH ACTIVITIES

Research Focus

Amyotrophic lateral sclerosis
Frontotemporal dementia

Myasthenia gravis
Neurogenetics
Epidemiology
Gene therapy
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Bryan J. Traynor, MD, PhD

Inventions, Patents, Copyrights

2011

US, Canadian, and European patent on the clinical testing for the hexanucleotide repeat
expansion of C9orf72

ORGANIZATIONAL ACTIVITIES

Institutional Administrative Appointments

2010 —-2012
2010

2010

2012 - 2015
2013

2013

2016

2016 — 2020
2017 — present
2020 — present

Editorial Activities

Member, Skin, Bone, Muscle, and Joint Working Group, PhenX Project, NHGRI

Chairman, Genetics Subgroup Committee for the NINDS Common Data Elements Initiative
Clinical advisor to the Genetic Testing Registry, NIH

Member, Earl Stadtman Tenure Track Search Committee, NTH

ad hoc reviewer, NIA Promotion and Tenure Committee

Panel member, NINDS Repository Scientific Liaison meeting

Chair, Earl Stadtman Tenure Track Search Committee for Bioinformatics, NTH

Member, NIA Promotion and Tenure Committee

Member, Medical Research Scholars Program Advisors Committee

Member, NIH Gene Therapy Taskforce

Editorial Board appointments

2013 — present

Editorial board, Journal of Neurology, Neurosurgery & Psychiatry
Guest editor, special issue of Experimental Neurology on ALS genetics and pathogenesis

2013 - 2014

2015 — present Editorial board, Newurobiology of Aging
2017 — 2021 Editorial board, [AM.A Neurology
2021 — Editorial board, eClinical Medicine
2021 — Associate editor, Brain

Journal Peer review activities

Acta Neuropathologica

American Journal of Human Genetics
American Journal of Psychiatry

Annals of Neurology

Annals of Human Genetics

BMC Neurology

Brain

Brain Research

Cell
Chest

Cochrane Library

elife

European Journal of Epidemiology
European Journal of Neurology
European Journal of Neuroscience
Expert opinion on Investigational Drugs
Experimental Neurology

Genome Research

Glia

Human Genetics

Human Molecular Genetics
Human Mutation

JAMA

JAMA Neurology

Journal of Clinical Investigation
Journal of Neurochemistry

25



Journal of Neurology
Journal of Neurology, Neurosurgery and Psychiatry
Lancet

Lancet Neurology

Medical Journal of Australia
Molecular Basis of Disease
Muscle and Nerve

Nature Communications
Nature Genetics

Nature Medicine

Nature Reviews Genetics
Nature Neuroscience
Nature Scientific Reports
Neurobiology of Aging
Neuroepidemiology

Bryan J. Traynor, MD, PhD

NeuroMolecular Medicine

Neurology
Neuron

New England Journal of Medicine

PLoS Genetics

PLoS ONE
PNAS
Science

Advisory Committees, Review Groups / Study Sections

Steering committee member, the European ALS Epidemiological Consortium (EURALS)
Panel member, Annual Meeting on the National ALS Registry, Agency for Toxic Substances

Member, Integration Panel for the Congressionally Mandated Department of Defense
Chair, Integration Panel for the Congressionally Mandated Department of Defense

Member, Integration Panel for the Congressionally Mandated Department of Defense

Member, Scientific Program Advisory Committee, American Neurological Association

2004 — 2010
2009 — 2010
and Disease Registry, Center for Disease Control and Prevention
2010 —2020
Amyotrophic Lateral Sclerosis Research Program
2015 -2019
Amyotrophic Lateral Sclerosis Research Program
2012 -2015
Alzheimer’s Disease Research Program
2015 - 2021 Member, Genetics of Health and Disease NIH Study Section
2020 — 2023
RECOGNITION

Awards, Honors, and Accomplishments

Graduated from medical school ranked second in class, University College Dublin
Sean Malone Medal and Francis McLaughlin Prize in Psychiatry, presented by the University

Medal for best published journal article in Neurology, presented by the Royal Academy of

1993
1993

College Dublin
2001

Medicine of Ireland
2002 — 2004

2004 — present
2004 — present
2007

2011
2012
2012
2012

Full scholarship for the Clinical Investigator Training Program, Harvard University and
Massachusetts Institute of Technology

Member, Harvard Alumni Association

Member, Massachusetts Institute of Technology Alumni Association

Donald M. Palatucci Advocacy Leadership Forum, presented by the American Academy of
Neurology

NIA Director’s Award, presented by the National Institute on Aging

John W. Griffin Innovator Award, presented by the Packard Center for ALS at Hopkins
Elected Fellow of the American Neurological Association

Derek Denny-Brown Neurological Scholar Award, presented by the American
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2012
2013
2013
2016
2016 — 2020
2018
2018
2019
2020
2020
2021

Invited Talks
JHMI/Regional
1999
2003
2004
2005
2005
2005
2006
2006
2006
2006
2007
2009
2009
2010
2010
2010
2011
2011
2012

2012

Bryan J. Traynor, MD, PhD

Neurological Association

NIH Director’s Award, presented by the National Institutes of Health

Sheila Essey Award for ALS Research, presented by the American Academy of Neurology
Diamond Award for ALS Research, presented by the Muscular Dystrophy Association
Potamkin Prize for Dementia, presented by the American Academy of Neurology

Highly Cited Researcher, presented by Thomson Reuters/Clativates

Healthcare and Life Sciences 50 Honoree, Presented by Irish America

Profiled by The Lancet Neurology

Nominated for membership of Sigma Xi

Certification, Leadership principles for Scientists, Engineers, and Researchers, MIT xPRO
Elected Fellow of the Royal College of Physicians of Ireland (FRCPI)

Elected Fellow of the Royal College of Physicians (FRCP)

Invited lecture, National Center for Medical Genetics of Ireland, Crumlin Hospital, Dublin,
"Role of mutations in the Cu/Zn superoxide dismutase gene in the pathogenesis of
amyotrophic lateral sclerosis in Ireland"

Grand Rounds, Neurology Department, Boston University Medical Center, Boston, MA,
"Epidemiology and clinical features of amyotrophic lateral sclerosis"

Invited lecture, Harvard School of Public Health, Boston, MA, "Epidemiology of
amyotrophic lateral sclerosis"

Invited lecture, ALS Association National Advocacy Day, Washington DC, "Genetics of
amyotrophic lateral sclerosis"

Invited lecture, National Institutes of Health, Bethesda, MD, "Genetics and epidemiology of
amyotrophic lateral sclerosis"

Invited lecture, Robert Packard Center for ALS Research at Johns Hopkins, Baltimore, MD,
"Genome wide association study of sporadic amyotrophic lateral sclerosis"

Invited lecture, ALS Association Regional meeting, Fairfax, VA, "Advances in the genetics of
amyotrophic lateral sclerosis"

Invited lecture, ALS Association Regional meeting, Virginia Beach, VA, "Genetics of
amyotrophic lateral sclerosis"

Invited lecture, National Naval Medical Center, Bethesda, MD, "Genetics of amyotrophic
lateral sclerosis"

Invited lecture, Robert Packard Center for ALS Research at Johns Hopkins, Baltimore, MD,
"Genome wide association of sporadic amyotrophic lateral sclerosis: an update"

Invited lecture, ALS Association National Advocacy Day, Washington DC , "Advances in
the genetics of amyotrophic lateral sclerosis"

Grand Rounds, George Washington University Medical Center, Washington DC, "Genetics
of amyotrophic lateral sclerosis"

Invited lecture, Packard Center Annual Meeting, Baltimore, MD, "Genetic control of DNA
methylation and expression in human brain"

Invited lecture, National Institute on Neurological Disorders and Stroke, Bethesda, MD,
"Advances in our understanding of the genetics of amyotrophic lateral sclerosis”

Invited lecture, Packard Center Annual Meeting, Baltimore, MD, "Exome sequencing of
familial ALS cases"

Invited lecture, Thomas Jefferson University, Philadelphia, PA, "Genomics of amyotrophic
lateral sclerosis"

Invited lecture, Genetics of Neurodegenerative Disease — Neurochip and Beyond Workshop,
"Genome wide association studies of ALS"

Grand Rounds, George Washington University Medical Center, Washington DC, "Genomics
of amyotrophic lateral sclerosis"

Grand Rounds, National Institute on Neurological Disorders and Stroke, Bethesda, MD,
"Genomics of ALS"

Invited lecture, The Fifth Donald L Price Symposium, Baltimore, MD, "Hexanucleotide
expansion repeat of COORF72 in ALS/FTD"
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2013

2013
2013
2014
2014
2014
2014
2014
2015
2016

2017

2017
the

2018

2019

2019
2019

2021

National
2005

2005

2006

20006

2007

2007

2008

2008

2009
2010

2010

2010

Bryan J. Traynor, MD, PhD

Invited lecture, Alzheimer Disease Research Center (ADRC) Annual Conference on Aging
and Dementia, Johns Hopkins, Baltimore, MD, "Unraveling neuronal selectivity (or lack
thereof) in ALS & FTD using genomics"

Invited lecture, Alzheimer Disease-Related Dementias Workshop: Research Challenges and
Opportunities, Bethesda, MD, "Genetics of TDP43 and FUS biology"

Invited lecture, Annual meeting of the Packard Center for ALS Research, Baltimore, MD,
"Genetics of ALS. Quo vadis?"

Invited lecture, American Neurological Association Annual Conference, Baltimore, MD,
"COORF72: A tale of two neurodegenerative diseases"

Invited lecture, Clinical Center Bethesda, MD, "ALS in the genomics age: Facts,
uncertainties and the way forward"

Invited lecture, Johns Hopkins Neurology, Baltimore, MD, "Genomics of ALS"

Invited lecture, Research In Progress, NIA, Baltimore, MD, "Genomics of ALS"

Invited lecture, Society for Neuroscience Annual Conference, Washington DC, "Genetics of
CYorf72-related ALS and FTD"

Invited lecture, Muscular Dystrophy Association Annual Conference, Washington DC,
"Genetics of amyotrophic lateral sclerosis”

Invited lecture, Uniformed Services University of the Health Sciences, Bethesda, MD,
"Genomics of ALS"

Grand Rounds, Georgetown University, Washington DC, "Expanding the genetics of
amyotrophic lateral sclerosis"

Invited lecture, NIH Research Festival, Bethesda, MD, "What genomics is telling us about

clinical phenotype of neurodegenerative diseases”

Invited lecture, Demystifying medicine lecture series, NIH, Bethesda, MD, "Genomics of
ALS"

Invited lecture, Demystifying medicine lecture series, NIH, Bethesda, MD, "Dementia in the
Genomic Era: Current Understanding of Frontotemporal Dementia"

Invited lecture, Neurosurgery NIH, Bethesda, MD, "Genomics of ALS"

Invited lecture, Packard Center for ALS Research, Baltimore, MD, "Using genomic data to
define lifestyle factors for ALS"

NIH Clinical Center Grand Rounds, “Using genetics to unravel the mysteries of ALS”

Invited lecture, Drug company workgroup, ALS Association, Miami, FL, "Drug therapies in
amyotrophic lateral sclerosis"

Invited lecture, North East ALS Consortium, Miami, FL, "Systematic evaluation of potential
therapeutic agents for clinical trials in amyotrophic lateral sclerosis"

Invited lecture, 5th International conference on Frontotemporal Dementia, San Francisco,
CA, "Genetics of frontotemporal dementia and amyotrophic lateral sclerosis”

Invited lecture, ALS Association Regional meeting, NJ, "Advances in the genetics of
amyotrophic lateral sclerosis"

Grand Rounds, Baylor College of Medicine, Houston, TX, "Genetics of frontotemporal
dementia and amyotrophic lateral sclerosis"

Invited lecture, Workshop in Genetics, Microsoft Reseatrch, Bellevue, WA, "Whole genome
association studies: methodology and pitfalls"

Invited lecture, Neurodegenerative Diseases: Biology and Therapeutics Meeting, Cold Spring
Harbor, NY, "Genetics of sporadic amyotrophic lateral sclerosis”

Invited lecture, Microsoft eScience Workshop, Indianapolis, IN, "What do scientists really
need to facilitate time to discovery?"

Invited lecture, Microsoft eScience Workshop, Redmond, WA, "Advances in Genomics"
Invited lecture, Neurodegenerative Diseases: Biology and Therapeutics Meeting, Cold Spring
Harbor, NY, "Genome-wide association studies and beyond"

Invited lecture, American Neurological Association 135th Annual Meeting, Neuromuscular
Special Interest Group, San Francisco, CA, "Exome sequencing identifies VCP as a cause of
familial ALS"

Invited lecture, International ALS Symposium, Orlando, FL, "Exome sequencing reveals

28



2010

2010

2012

2012

2012

2013

2014

2016

2016
2017

2017

2019

International

2000

2004

2004

20006

2007

2007

2007

2007

2008

2009

2010

2011

2011
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VCP as a cause of familial ALS"

Invited lecture, Microsoft External Research Symposium, Redmond, WA, "Genome-wide
association study of ALS in Finland"

Invited lecture, Microsoft Research eScience Workshop, Berkeley, CA, "Genetics of
amyotrophic lateral sclerosis"

The Derek Denny-Brown Lecture, Annual meeting of the American Neurological
Association, Boston, MA, "A Large Repeat Expansion in the COORF72 Gene is a Common
Cause of ALS and FTD"

Invited lecture, Center for Disease Control and Prevention, Atlanta, GA, "Large scale
genome-wide association study of ALS"

Invited lecture, The 2012 California ALS pac10 and research network meeting, Los Angeles,
CA, "Expanding the genetics of ALS and FTD"

The Sheila Essey Lecture, Annual meeting of the American Academy of Neurology, San
Diego, CA, "Escapades in ALS and FTD genetics"

The Edward H. Lambert Plenary Lecture, 39th Annual Edward H Lambert Plenary Lecture,
AANEM Annual Conference, Savannah, GA, "Personalized genomics in neuromuscular
medicine"

Invited lecture, Cold Spring Harbor meeting on Neurodegenerative Diseases: Biology &
Therapeutics, Cold Spring Harbor, NY, "Genomics of ALS"

Grand Rounds, University of Tennessee, Memphis, TN, "Genomics of ALS"

Grand Rounds, Mount Sinai New York, New York, NY, "Expanding the genetics of ALS
and FTD"

Grand Rounds, University of North Carolina, Dutham, NC, "Expanding the genomics of
ALS"

Invited lecture, University at Albany, State University of New York, NY, "Genomics of ALS
and FTD"

Grand Rounds, National Neuroscience Center of Ireland, Beaumont Hospital, Dublin,
Ireland, "Epidemiology of amyotrophic lateral sclerosis”

Invited lecture, 127th ENMC International Workshop, Amsterdam, Nethetlands, "Twin
studies in amyotrophic lateral sclerosis"

Invited lecture, Irish Diaspora Scientific Meeting, Dublin, Ireland, "Amyotrophic lateral
sclerosis"

Invited lecture, 17th International ALS/MND Symposium, Yokohama, Japan, "A genome
wide association study of sporadic ALS"

Invited lecture, 2nd International conference on ALS-FTD, London, Ontario, Canada,
"Genetics of frontotemporal dementia and amyotrophic lateral sclerosis”

Plenary lecture, Annual National Workshop, The Italian ALS Association, Turin, Italy,
"Genome wide association study of amyotrophic lateral sclerosis"

Invited lecture, Institute of Neurology, Queen Square Hospital, London, UK, "Genome
wide association study of amyotrophic lateral sclerosis"

Invited lecture, International collaboration on ALS Genetics, World Federation of
Neurology, Toronto, ON, Canada, "Genetics of frontotemporal dementia and amyotrophic
lateral sclerosis"

Grand Rounds, University of Helsinki, Finland, "Genetics of sporadic amyotrophic lateral
sclerosis"

Plenary lecture, Annual National Workshop, The Italian ALS Association, Genoa, Italy,
"Genetics of amyotrophic lateral sclerosis”

Invited lecture, 62nd AAN Annual Meeting, Toronto, ON, Canada, "Emerging Concepts in
Genetics Integrated Neuroscience Session"

Invited lecture, 22nd International ALS/MND Symposium, Sydney, Australia, "A
hexanucleotide repeat expansion in COORKE72 is the cause of chromosome 9-linked ALS and
FTD"

Invited lecture, American Society of Human Genetics Annual Meeting, Montreal, Canada,
"A hexanucleotide repeat expansion in COORF72 is the cause of chromosome 9-linked ALS
and FTD"
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2011

2012

2012

2012

2012

2013

2016

2016

2016

2016

2016

2017
2017

2018
2020
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Invited lecture, Wortld Federation of Neurology - ALS, Sydney, Australia, "A hexanucleotide
repeat expansion in COORF72 is the cause of chromosome 9-linked ALS and FTD"

Invited lecture, 16th International Congress of Parkinson’s Disease and Movement
Disotders, Dublin, Ireland, "Genetics of fronto-temporal dementia”

Plenary lecture, International Conference on Frontotemporal Dementias, Manchester, UK,
"C9ORF72 and ALS/FTD"

Invited lecture, The 2012 Finnish Neuromuscular Society Annual Meeting, Helsinki, Finland,
"Genetics of amyotrophic lateral sclerosis in Finland"

Invited lecture, Workshop on amyotrophic lateral sclerosis organized by the Italian ALS
Association, Naples, Italy, "Genetics of ALS What’s in and what’s out?"

Invited lecture, ALS Association of Canada Annual Meeting, Toronto, Canada, "Genetics of
ALS and FTD"

The Potamkin Lecture, American Academy of Neurology, Vancouver, Canada, "Discovery
of the C90rf72 repeat expansion”

Invited lecture, International Congress of Human Genetics, Kyoto, Japan, "Genomics of
amyotrophic lateral sclerosis"

Invited lecture, Italian Society of Hospital Neurologists, Neurosurgeons, and
Neuroradiologists Congtess, Catania, Sicily, "What have we learned about ALS from
genetics"

Invited lecture, Nature Conference on Precision Medicine, Chengdu, China, "How genomics
is driving drug discovery in ALS"

Grand Rounds, University of Toronto, ON, Canada, "Genomics of ALS: past, present and
future"

Grand Rounds, University of Calgary, AB, Canada, "Genomics of ALS"

Invited lecture, University of Turin, Italy, "From GWAS to genome sequence: opportunities
and challenges"

Invited lecture, ALS Symposium, University of Helsinki, Finland, "Genomics of ALS"
Invited lecture, International Congtess on Neuromuscular Diseases, "Advances in Genetics
and Epigenetics of ALS"
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